Percentile ranks of arbor types and growth models (segmental, terminal, and low-order biased terminal), smoothed across sequence length, with 95% confidence intervals, for k-mers (a) CA, (b) CAT, and (c) TCT. In the CA and CAT cases, the different percentile rank trends and different average lengths of axons and dendrites cause the averages across sequence lengths to appear more similar. TCT, on the other hand, shows substantially greater similarity of the arbor types and growth models by sequence length, but greater differences when averaged across sequence lengths.
